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TOM TAT

Vibrio 1& cac nhém vi khuan gay bénh phd bién trén tdm va ca, nghién ctru da dang di truyén cac loai Vibrio sé
gitip xac dinh ngudn gbc phat sinh loai cling nhw tim kiém chi thi phan t&r cho tirng loai gay bénh. Trong nghién
clru nay, ching t6i da nghién ciu da dang di truyén cta 32 chang Vibrio gay bénh trén tdm va ca nudi tai tinh
Thra Thién Hué bang ky thuat da hinh cac doan khuéch dai ngau nhién (RAPD). Céc chi sb di truyén nghién cru
bao gébm sb allele quan sat duwgc (na), sb allele hiéu qué (ne), hé sé da dang di truyén (h) theo Nei, hé sb da
dang di truy&n theo Shanon (1) cho t4t ca cac ching Vibrio dwoc phan tich bang 6 mdi RAPD véi cac gia tri twong
&ng lan lwot 1 2,0000; 1,1476; 0,1171 va 0,2205. Chi sb da dang ngudn gen trung binh gitra cac loai (Hs) la
0,0714, chiém 62,52% da dang ngudn gen cia téng tat ca cac chliing nghién ctru (Ht = 0,1142). Chi s6 da dang di
truyen gitra cac quan thé (Gst) 14 0,3746 va dong gen woc tinh (Nm) 1a 0,8348. Mirc do twong ddng di truyén
gitra cac loai nay la twong ddi cao, dao dong tr 0,8986 dén 0,9847. Céac loai cé do tap trung di truyén cao la
V. shilonii, V. vulnificus, V. harveyi va V. cholerae, trong khi V. parahaemolyticus cé sy phan tan gitra cac ching.
Hai loai V. shilonii va V. vulnificus khac xa nhau va c6 sy khéc biét di truyén so véi cac loai con lai. Két qua
nghién ctu la co s& dé phat trién chi thi phan tr nhan dién cac loai nay.
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SUMMARY

Vibrio are the popular bacterial pathogens in shrimp and fish, studying the genetic diversity of Vibrio species will
make out the pathogen origin and molecular markers for Vibrio species. In this study, randomly amplified
polymorphic DNA (RAPD) analysis of 32 pathogen Vibrio strains isolated from shrimp and fish cultured in Thua
Thien Hue province were performed. Genetic parameters include the observed number of alleles (na), effective
number of alleles (ne), Nei's (1973) gene diversity (h), Shannon's information Index () for all Vibrio strains were
analyzed by 6 RAPD primers with the values of 2,0000; 1,1476; 0.1171 and 0.2205, respectively. The total
genotype diversity within populations (Hs) is 0.0714, accounting for 62.52% of genetic diversity of all strains
(Ht = 0.11142). The mean coefficient of gene differentiation (Gst) is 0.3746 and and estimate of gene flow (Nm) is
0.8348. The degree of genetic similarity between these species is relatively high, ranging from 0.8986 to 0.9847.
Principal Coordinates Analysis showed that the species with low level of genetic diversity are V. shilonii,
V. vulnificus, V. harveyi and V. cholerae, while V. parahaemolyticus has a highest level of genectic diversity. The
two species of V. shilonii and V. vulnificus had the largest genetic distance and differences from other species.
The results of this study will be useful for developing molecular markers to Vibrio species identification.
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