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TOM TAT

B& ca vuoc 1a bo c6 thanh phan loai da dang nhét trong I&p ca vay tia, véi hon 10000 loai dwoc biét & hau hét
moi thdy vwec. Trong sb do, 1615 loai dwoc ghi nhan & séng Mé Kéng va 144 loai phan b & Bdng béng séng
Ctru Long (BBSCL). Cho dén nay, khao sat da dang loai ca chi yéu dwa vao hinh thai, d&c diém dé thay ddi do
bién di méi trwong. Pinh loai phan t& va méi quan hé tién héa clia cac loai cA & DBSCL van con nhiéu han ché.
Muc dich ctia nghién ctru nay la khao sat da dang va cung cap di liéu di truyén céc loai ca thudc bd ca vwoc
Perciformes & DBSCL.Cé4c loai ca phan bd & thiy vuc nwéc ngot va nwéc lo duwgc thu thap trwe tiép tlr ngw dan
doc theo séng Tién va Hau cta DBSCL tir ndm 2013 - 2016. V& mat hinh thai va di truyén, 31 loai ca vuoc thudc
13 ho va 23 gibng dwoc ghi nhan. Cay phat sinh loai dwoc xay dwng dwa trén 2 chi thi phan t& (16S rRNA va
COI) ctia DNA ti thé st dung thuat toan Neighbor Joining (NJ), Maximum parsimony (MP), Maximum likelihood
(ML) va Baysian inference (BI). Cay phat sinh loai thé hién sy déng dang & mutrc do gidng. O mirc dd ho, hdu hét
cac ho cé trong nghién cvu déu thé hién sw ddng dang, ngoai trir ho ca béng Gobiidae. Day 1a théng tin hivu ich
doéng gép cho viéc quan Iy va bao ton tai nguyén thiy san & DBSCL.
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SUMMARY

Perciformes is the most diverse order of ray-finned fish, with over 10000 known species in almost all aquatic
ecosystems. Among that, 1615 species were recorded in Mekong river and 144 species occurring in the Mekong
Delta (MD). Recently, species diversity monitoring primary based on morphological characters, which may vary
due to environmental conditions. Molecular identification, and phylogenies of the MD fishes are still limited. This
study aims to investigate species diversity, and provide genetic data of Perciform fish in the MD. The perciform
species distributed in freshwater and brackish water bodies were collected from the fishermans along the Bassac
(Hau) and Mekong (Tien) Rivers from 2013 - 2016. Morphologically and geneticaly, 31 species belong to
13 families and 23 genera have been identified. Phylogenetic relationships were constructed based on two
mitochondrial markers (16S and COI mtDNA) using Neighbor Joining (NJ), Maximum parsimony (MP), Maximum
likelihood (ML) and Baysian inference (Bl) approaches. The phylogram showed the well - resolved clades at
genus level. At the family level, most studied families were showed the monophyletic status, except Gobiidae.
This will be useful information contributing for the management and conservation of fisheries resources in
Mekong Delta.
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