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TOM TAT

Trong nghién ctbu nay, tdng sb 15 sy kién lap (duplication event) da dwoc dy doan trong ho gene AhySWEET.
Tt ca cac cdp gene lap déu dwoc xuét phat tr hién twong 13p doan xay ra trén cac nhiém sac thé (segmental
duplication) trong genome cla lac. Tinh toan trj sé thay thé ddng nghia (Ks) va trai nghia (Ka) cho thay chon loc
tw nhién d& kim ham cac dot blen diém _xay ra trong cac cap gene lap. Tiép theo, nghién ctru da chi ra rang ho
protein AhySWEET chu yéu gom bay c4u tric xoan cudn xuyén mang (trans- membrane helices) va dwoc phan
bb chi yéu tai cac co quan tiét (secretory pathway) trong t& bao. Khai thac dir liéu biéu hién da chirng minh cac
cap gene lap cung thé hién xu huéng bidu hién gidng nhau tai mau r& x& ly man. Cu thé, cac cap gene
AhySWEET13/37 va 10/34 c6 mirc do phién ma giam, trong khi biéu hién cuta hai gene AhySWEET16/40 ting &
ré trong giai doan dau ctia x& ly man. Nghién clru ndy sé dwoc tiép tuc nham tim hiéu vai trd cta ho gene
AhySWEET trong dap (rng da bt loi & lac.
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SUMMARY

In this study, a total of 15 duplication events has been found and analyzed in the AhySWEET gene family in
peanut. All duplicated genes were noted to occur from the segmental duplication events in the peanut's genome.
The synonymous (Ks) and non-synonymous (Ka) mutation rate of these events indicated the strongly purifying
selection occurring in the evolution of these AhySWEET gene families. Next, we also found that the most of
AhySWEET proteins contained seven trans- membrane helices and were mapped on the secretory pathway.
According to the transcriptome atlas, we found that the duplicated genes shared the similar expression patterns in
roots under the salt stress treatments. Particularly, the expression of AhySWEET13/37 and 10/34 were reduced,
whereas, that for AhySWEET16/40 were strongly increased in roots at the early stage of the treatments. Taken
together, our study would provide the fundermental information for further functional characterization of
AhySWEET genes of peanut in multi-stress response.
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