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TOM TAT

Chi Dé da (Lithocarpus) la chi I&én thr 2 trong ho Dé (Fagaceae), voi khoang 350 loai trén thé gigi va la thanh
phan chiém wu thé trong hau hét cac cac kiéu rirng nhiét d6i. D& 1am rd mic d6 da dang thanh phan loai cla chi
Lithocarpus & Viét Nam, ching t6i thwc hién cac phéan tich phan t st dung chi thi da hinh don nucleotide (SNPs)
c6 dwoc bang ky thuat “Xac dinh trinh tw céac vung ISSR da hop bang giai trinh tw gen” (Multlplexed ISSR
genotyplng by sequencmg MIG-seq) dwa trén nen tang cong nghe g|a| trinh tw gen thé hé méi. Trong nghlen
clru nay, 322 so hiéu tieu ban dwoc thu cha yéu & Viét Nam va mét sé tr Campuchia, Indonesia, Lao, va Thai
Lan dwoc st dung dé thyc hién cac phan tich phan tlr va hinh thai. Cac bang ching thu dwoc tlr phan tich phan
tlr va quan sat hinh thai trén cac mau nghién ctu cung nhw hé thdng tiéu ban trong cac bao tang, bao gom ca
mau chuan cho thdy: C6 126 loai thudc chi Lithocarpus & Viét Nam, trong d6 c6 9 loai dugc phat hién mai. Ngoai
ra, béng viéc tng dung két hcyp ca phuong phap phan t& va hinh thai, chung t6i da lam ré cac van dé phuc tap
vé phan loai tqn tai lau nay cta mot so6 td hop loai thudc chi nay & Viét Nam, dac biét cac ‘to hep c6 mic dd
twong dong vé hinh thai cao. Ti nhitng két qua nghién ctu, chung t6i dwa ra ket luat rang: phwcng phép
MIG-seq la mét cong cy manh mé, cung cép cac chi thi phan t&r dac trwng giup nhan dién va danh gia chinh xac
mirc d6 da dang vé thanh phan loai cta chi Lithocarpus & Viét Nam, k& ca ap dung trén nhixng mau sinh duéng.
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SUMMARY

Lithocarpus Blume (1826) is the second largest genus of the family Fagaceae, with approximately 350 species in
the world. Its species diversity is the highest in China and Vietnam where 123 species and 117 species were
reported, respectively, whereas 31 species, 41 species and 56 species were recorded in Myanmar, Laos and
Thailand, respectively. In Vietnam, almost all the species of Lithocarpus were described by French botanists until
1920s and some other species were until 1950s. Since then, the taxonomic inventories of Lithocarpus in Vietham
were disrupted until Ngoc et al. (2016, 2018) described two new species based on their newly collected materials.
Therefore, updating our taxonomic knowledge on the species of Lithocarpus using new collections and new
techniques such as phylogenetic analysis based on DNA markers are required. To clarify the species diversity of
the Lithocarpus genus in Vietham, we made the molecular analysis using SNPs marker from a new technique
“Multiplexed ISSR genotyping by sequencing” (MIG-seq) based on the next-generation sequencing platform. A
total of 322 vouchers of specimens of the genus collected mostly from Vietham and partly from Cambodia,
Indonesia, Laos, and Thailand were included in this study. The evidence obtained from molecular analysis and
subsequent morphological observations on 322 samples as well as herbarium specimens including types showed
that: there are 126 species of Lithocarpus genus from Vietnam, including nine new species (L. dahuoaiensis, L.
vuquangensis, L. bidoupensis ined., L. cadamensis ined., L. congtroiensis ined., L. chinhii ined., L. hongiaoensis
ined., L. pseudoannamensis ined., L. pseudotruncatus ined.). Also, by applying both molecular and morphological
approaches, we could resolve a long-standing problem on the taxonomy of polymorphic species complexes of
Lithocarpus in Vietnam. In our conclusion, the next-generation sequencing platform with the MIG-seq method
provides a powerful tool to identify and diversity assessment of Lithocarpus species, even for sterile specimens.
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